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amendments to THE CMIMS: 

This listing of claims will replace prior versions and listings of claims in the 

application: 
Listlno of claims 

Claim 3 has been amended as follows: Underlines indicate insertions and 
strikothrough Indicate deletions. Claims 16-22 are new. 

Claim 1. (withdrawn) A biologically pure culture of a microorganism strain 
comprising all of the identifying characteristics of a Bacillus thurfngiensis strain 
deposited at the International Depository Authority of Health Canada in Winnipeg under 
accession number IDAC010201-5, or a mutant thereof derived from said strain. 

2. (withdrawn) An isolated nucleic acid molecule comprising a 
polynucleotide sequence selected from the group consisting of: 

(a) a nucleotide sequence encoding a polypeptide comprising the 
complete amino acid sequence in SEQ ID NO: 2; 

(b) a nucleotide sequence encoding a polypeptide comprising the 
complete amino acid sequence in SEQ ID NO: 8; 

(c) a nucleotide sequence encoding a polypeptide comprising the 
complete amino acid sequence in SEQ ID NO: 12, with the proviso that said nucleotide 
sequence does not encode the amino acid sequence in SEQ ID NO: 18; 

(d) . a nucleotide sequence encoding a polypeptide comprising the 
complete amino acid sequence in SEQ ID NO: 13, with the proviso that said nucleotide 
sequence does not encode the amino acid sequence at positions 232 to 723 of SEQ ID 
NO: 18; 

(e) a nucleotide sequence encoding a polypeptide comprising the 
complete amino acid sequence in SEQ ID NO: 14, with the proviso that said nucleotide 
sequence does not encode the amino acid sequence in SEQ ID NO: 18; 

(f) a nucleotide sequence encoding a polypeptide comprising the 
complete amino acid sequence in SEQ ID NO: 15, with the proviso that said nucleotide 
sequence does not encode the amino acid sequence at positions 232 to 723 of SEQ ID 
NO: 18; 
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(g) a nucleotide sequence encoding a polypeptide comprising the 
complete amino acid sequence of a crystal protein contained in the Bacillus thurtngiensis 
strain deposited at the International Depository Authority of Health Canada in Winnipeg 
under accession number IDAC010201-5; 

(h) a nucleotide sequence encoding a crystal protein comprising 
the complete amino acid sequence in SEQ ID NO: 10; 

(i) a nucleotide sequence comprising the sequence set forth in 
SEQ ID NO: 1; 

(j) a nucleotide sequence comprising the sequence set forth in 

SEQ ID NO: 9; 

(K) a nucleotide sequence encoding a crystal protein comprising 

the sequence set forth in SEQ ID NO: 11; 

(I) a nucleotide sequence encoding a crystal protein having at 

least 94% identity with the complete amino acid sequence in SEQ ID NO: 2, with the 
proviso that said nucleotide sequence does not encode the amino acid sequence in 
SEQ ID NO: 18; 

(m) a nucleotide sequence encoding a crystal protein having at 
least 97% identity with the complete amino acid sequence in SEQ ID NO: 8 with the 
proviso that said nucleotide sequence does not encode the amino acid sequence from 
position 232 to 723 of SEQ ID NO: 18; 

(n) a nucleotide sequence encoding a crystal protein cytotoxic 

against at least one human cancer cell, said nucleotide sequence having at least 98% 
identity with the complete sequence set forth in SEQ ID NO: 9, with the proviso that said 
nucleotide sequence does not encode the amino acid sequence from position 232 to 
723 of SEQ ID NO: 18; 

(o) a nucleotide sequence completely complementary to any of the 

nucleotide sequences in (a), <b), (c). (d), (a), (f). (g), (h). (D (j). (k). (D, (m) and (n); and 

(p) a nucleotide sequence which hybridizes under high stringency 

conditions to any of the nucleotide sequences in (a), (b) f (c), (d), (e), (f) t (g), (h), (i) (j). 
(k), (I), (m), (n) and (o). 

Claim 3. (currently amended) An isolated polypeptide comprising a 
sequence having at least 97% identity with the comple te amino acid sequence in 
SEQ ID NO: 8. with the proviso that said polypeptide is not constituted of the amino acid 
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sequence as set forth at positions 232 to 723 of SEQ ID NO: 18. c o l octod from tho group 
consist i ng of; 

<a) an amino a oid a s so t forth in S EQ I D NO; a; 

(b) an amino a oid s e qu e nce) i n SEQ (D NO: 8; 

4e) an am i no ac i d s e quence of a cry s tal prot ei n conta i n e d in the 

b a cillu s thuringi a neis s train i n th e depo s it at th e I nt e rnat i o n a l D e po si tory Author i ty of 
Hoatth Canada i n Winn i peg undor ocoeo si on number IDAC0102Q1 5; 

<d) a crystal protoin compr i s i ng th e amino acid se qu e nc e i n 

SEQ4B NO: 10; 

<e) a crysta l prot e in hav i ng at least 91% I dent i ty with tho oomploto 

amino ao i d sequenc e in SE Q I D NO: 2, w i th tho proviso that oo i d ory e to l proto i n i o not 
e sn s ti to te d of SEQ I D NO: 18 ; 

a crystal prot ei n h a v i ng at l east 979 4 i dentity - w i th - tho oomploto 

amino aoid s e qu e nce in SEQ ID NO: 8, w i th tho prov i so t h at sai d c r y s ta l prot ei n i s not 
const i tuted of tho am i no a oi d so qu on o e^ t positions 232 to 723 of SEQ IP NO: 18; 

(g) a cry s t al prot ei n cytotox i c a g a in s t at lea st on e hum a n cancer 

co ll and onoodod by a nuc l oot i do coquonoo having at loaot 08% idont i ty w i th tho 
comp le t e s equ e nc e in SEQ I D NO: 9, with th e proviso that s a id nuc le ot i d e sequence 
do e s e ncod e the amino acid se qu e nc e at positions 233 to 723 of SEQ I D NO: 18. 

Claim 4. (withdrawn) A recombinant vector comprising an isolated 
nucleotide sequence of claim 2. 

Claim 5. (withdrawn) A recombinant host cell comprising the vector of 

claim 4. 

Claim 6. (withdrawn) A method for making a recombinant vector 
comprising inserting an isolated nucleic acid molecule according claim 2 in a vector 

Claim 7. (withdrawn) A recombinant method for producing a cytotoxic 
polypeptide, comprising culturing said host celt of claim 5 under conditions such that 
said polypeptide is expressed and recovering said polypeptide. 

Claim 8. (withdrawn) An isolated antibody that binds specifically to a 
polypeptide of claim 3. 



PAGE 8/11 * RCVD AT 8H8/2005 2:49:07 PH [Eastern Daylight Time] * SVR:USPTO-EFXRF-6/27 * DN1S:2738300 * CSID:+1 514 397 4382 4 DURATION (mm-ss):03-04 



18-03-05 U:52 De-GOUDREAU GAGE DUBUC +1-514-397-4382 E-878 P. 09/11 Trav616 

-7- 

Application No. 10/756,778 - Amendment fife^ A^ust 18, 2005 

Claim 9. (withdrawn) A method of modulating the level of cry31Aa2 
active protein in a cell comprising a modulation of the level or activity of the sequence 
SEQ ID NO: 8. 

Claim 10. (withdrawn) A method of using a polypeptide of claim 3 for 
lysing a human cancer cell. 

Claim 1 1 . (withdrawn) The method as recited in claim 10 wherein the cells 
are selected from the group consisting of HELA, TCS. HL-60, Jurkat, and Hep-G2 cells. 

Claim 12. (withdrawn) A method of testing the cytotoxicity of a polypeptide 
as defined in claim 3 against a candidate cancer cell comprising determining the EC50 
of the polypeptide on the candidate cell, wherein the polypeptide is characterized as 
possessing cytotoxicity against the candidate cell if the EC50 of the polypeptide against 
the candidate cell is measurably lower than that against a normal T cell 

Claim 13. (withdrawn) A method for lysing a human cancer cell 
comprising applying a cytotoxic amount of a polypeptide of claim 3 on a human cancer 
cell. 

Claim 14. (withdrawn) A method for obtaining a cytotoxic polypeptide 
comprising cleaving a polypeptide of claim 3 with a protease able to cleave between a 
residue R and a residue I. 

Claim 15. (withdrawn) A method as in claim 14, where the protease is 

trypsin. 

Claim 16. fnew\ An isolated polypeptide as recited in claim 3. wherein 
said polypeptide comprises an amino ackj sequence as set forth in SEQ ID NO: 13. ' 

Claim 17. (new) An isolated polypeptide as recited in claim 3, wherein 
said polyp e ptide comprises ap amino acid sequence as set forth in SEQ ID NO: 15. 

Claim 18. (new) An isolate^ pol ypeptide as recited in claim 3, wherein said 
polypeptide comprises ar> qmino q^M seqqence as set forth in SEQ IP NQ: 8. 
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Claim 19. fnew) An isolated polypeptide as recited in claim 3. wherein said 
polypeptide comprises an amino acid sequence as aet forth in SEQ ID NO: 12. 

Claim 20. (new! An isolated polypeptide as recited in claim 3. wherein said 
polypeptide comprises an amino acid sequence as set forth in SEQ ID NO: 14. 

Claim 21 . mew^ An isolated polypeptide as recited in cl aim 3. wherein said 
polypeptide comprises an amino acid sequence as set forth in SEQ ID NO: 2. 

Claim 22. (newt An isolated po lypeptide ac recited in cjajrj 3, wherein said 
polypeptide comp rises an amino acid sequence of a crystal protein contained in the 
Bacillus thuringiensis strain iD tft e deposit at the International Depository Authority of 
Health Canada in Winnipeg under accession number IDAC01 0201-5. 
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